Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.048; wR factor = 0.130; data-to-parameter ratio = 17.5.
The crystal structure of the title adamantane derivative, C 12 H 18 O 3 , has been determined by X-ray diffraction. The structure is stabilized by intermolecular O-HÁ Á ÁO hydrogen bonds, forming a chain. 
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). et al., 1996) . A large number of compounds containing amantadine have been synthesized (Tukada & Mochizuki, 2005; Zhao et al., 2003) . Here we report the synthesis and crystal structure of the title compound (I), illustrated in Fig. 1 .
The title compound (I) is an adamantane derivative. Single-crystal X-ray diffraction analyses demonstrate that hydrogen bonding produces an extensive polymeric network since the hydroxyl group substituents are simultaneously hydrogen bonded to the OH of the carboxyl group on an adjacent molecule and the carbonyl group of a different neighbor forming a 12-membered ring as shown in Fig. 2 . A 16-membered ring is formed by intermolecular hydrogen bonding between the carbonyl O and hydroxyl H atoms of two molecules. The alternating 12-and 16-membered rings make the compound to form a one-dimensional network.
The 3-hydroxy-1-adamantaneacetic was obtained from Zhejiang Key Laboratory for Reactive Chemistry on Solid Surface.
Crystals suitable for single-crystal X-ray diffraction were grown by slow evaporation of distilled water.
Refinement
The H atoms bonded to C atoms were positioned geometrically [C-H = 0.97 Å, U iso (H) = 1.2U eq (C)]. The H atoms bonded to O atoms were located in a difference Fourier maps and refined with O-H distance restraints of 0.82 and U iso (H) =
1.2U eq (O).
Figures Fig. 1 . A view of the molecule of (I), showing the atom-labelling scheme. Displacement ellipsoids are shown at the 30% probability level. 
